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CFBP - Plant associated bacteria the European Union

The French Collection for Plant-associated Bacteria was created in 1973 (CIRM-CFBP,

. . 5
https://cirm-cfbp.fr/) and preserves strategic resources for plant health. Among these . What about microbiomes:

resources, more and more bacteria are isolated from the native microbiota of many plant A challenge for Bi0|0gica| Resources Centers!
species, including strains isolated from seed microbiota. e —
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